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Studying the tissue and cellular matrix related genes and their regulatory
factors in disease mechanism of the early stage atrial fibrillation (1/2)
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Abstract

The aim of this study is to explore
pathophysiologic process of atrial fibrillation
(Afib) at early stage by low-density AFib gene
chip that was establishing in our laboratory.
There were 90 nucleotide probes arranged in

93 7 31

the AFib gene chip. Criteria of the probes
selected for printing on the chip are (1) the
genes related to AFib disease reported by
previous studies, such as the genes encoding
ionic channels and gap junction proteins and (2)
the significantly up- or down-regulating genes
in the AFib, these genes were screened by a
high-density cDNA microarray (9,182 probes).
The AFib gene chip was using to study
expressed genes concerning with
pathophysiologic process of AFib using the
porcine atrial tissues with AFib at early stage.

In the AFib atria, significant myolysis and
marked accumulation of cellular matrix were
observed. These pathological features were
confirmed by the result of AFib gene chip
determination. We found that several genes
encoding structure proteins, cellular matrix and
regulatory factors of the matrix are abnormally
expressed in the atria with AFib compared with
those in the sham control (i.e., sinus rhythm).
In conclusion, the structure remodeling of atria
occurs at the early stage of AFib process.
Therefore, the genes related to cellular matrix
metabolization are disorderly regulated during
the atria suffered rapid pacing.
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